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3 <110> APPLICANT: SHIMKETS, RICHARD A 

4 FERNANDES, ELMA 

6 <120> TITLE OF INVENTION: POLYNUCLEOTIDES AND POLYPEPTIDES ENCODED THEREBY 

8 <130> FILE REFERENCE: 15966-559 

10 <140> CURRENT APPLICATION NUMBER: 09/635,949 

11 <141> CURRENT FILING DATE: 2000-08-10 

13 <150> PRIOR APPLICATION NUMBER: USSN 60/148,433 

14 <151> PRIOR FILING DATE: 1999-08-11 
16 <160> NUMBER OF SEQ ID NOS : 110 

18 <170> SOFTWARE: Patentin Ver . 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1867 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 

25 <220> FEATURE; 

26 <221> NAME/KEY 

27 <222> LOCATION 
29 <400> SEQUENCE 
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Pro 


260 


385 










3 y U 










395 










400 


262 


Met 


Gly 


Tyr 


Gin 


His 


Leu 


His 


Thr 


Gin 


Leu 


Gin 


Tyr 


Glu 


Cys 


He 


Ser 


263 






405 










410 










415 




265 


Pro 


Phe 


Tyr 


Arg 


Arg 


Leu 


Gly 


Ser 


Ser 


Arg 


Arg 


Thr 


Cys 


Leu 


Arg 


Thr 


266 








420 










425 










430 






268 


Gly 


Lys 


Trp 


Ser 


Gly 


Arg 


Ala 


Pro 


Ser 


Cys 


He 


Pro 


He 


Cys 


Gly 


Lys 


269 


435 










440 










445 








271 


He 


Glu 


Asn 


He 


Thr 


Ala 


Pro 


Lys 


Thr 


Gin 


Gly 


Leu 


Arg 


Trp 


Pro 


Trp 


272 




450 










455 










460 










274 


Gin 


Ala 


Ala 


He 


Tyr 


Arg 


Arg 


Thr 


Ser 


Gly 


Val 


His 


Asp 


Gly 


Ser 


Leu 


275 


465 










470 










475 










480 
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9 7 7 


n 0 


Ly s 


Gl V 


Ala 


TrD 


Phe 


Leu 


Val 


Cys 


Ser 


Gly 


Ala 


Leu 


Val 


Asn 


Glu 




278 






485 










490 










495 






9 80 

^ O VJ 


Arg 


Thr 


Val 


Val 


Val 


Ala 


Ala 


His 


Cys 


Val 


Thr 


Asp 


Leu 


Gly 


Lys 


Val 




9 8 1 

U J_ 






500 










505 










510 








98 3 

Zh -J 


Thr 


Met 


He 


Lys 


Thr 


Ala 


Asp 


Leu 


Lys 


Val 


Val 


Leu 


Gly 


Lys 


Phe 


Tyr 




9 84 






515 










520 










525 










9 8f; 

vj \J 


Arg 


Asp 


Asp 


Asp 


Arg 


Asp 


Glu 


Lys 


Thr 


He 


Gin 


Ser 


Leu 


Gin 


He 


Ser 




287 




530 










535 










540 












98Q 

ij J 


Ala 


lie 


He 


Leu 


His 


Pro 


Asn 


Tyr 


Asp 


Pro 


He 


Leu 


Ala 


Leu 


Met 


Leu 






545 










550 










555 










560 




0 0 9 

z y z 


Asp 


He 


Ala 


He 


Leu 


Asn 


Ser 






















9 Q T 










565 


























9 Q 7 


<210> SEQ ID NO: 


3 


























O Q Q 

z y cs 


<211> LENGTH: 2306 


























O Q Q 

z y y 


<212> TYPE: 


DNA 




























inn 
J U U 


<213> ORGANISM: 


Homo sapiens 




















302 


<220> FEATURE: 




























n T 
o U J 


<221> NAME/KEY: 


CDS 


























■5 n A 
J U 4 


<222> LOCATION: 


(128) . . 


2287 ) 




















J U D 


<400> SEQUENCE; 


3 
























60 


"3 0 7 


gagctgaaac ccgagctccc gctcagctgg ggctcgggga 


ggtccctgta aaaccegcct 


T n Q 
J u y 


gcccccggcc tccctgggtc cctcctctcc ctccccagta 


gacgctcgga caceagccgc 


120 


T 1 1 
J 1 1 


ggcaagg 


atg 


gag 


ctg 


ggt 


tgc 


tgg 


aeg 


cag 


ttg 


ggg 


etc 


act 


ttt 


ctt 


169 


D LZ 






Met 


Glu 


Leu 


Gly 


Cys 


Trp 


Thr 


Gin 


Leu 


Gly 


Leu 


Thr 


Phe 


Leu 




TIT 






1 








5 










10 










217 


J 1 J 


cag 


etc 


ctt 


etc 


ate 


teg 


tee 


ttg 


cca 


aga 


gag 


tac 


aca 


gte 


att 


aat 


J 1 D 


Gin 


Leu 


Leu 


Leu 


He 


Ser 


Ser 


Leu 


Pro 


Arg 


Glu 


Tyr 


Thr 


val 


He 


Asn 




0 ± / 


15 










20 










25 










30 


265 


"3 1 Q 


gaa 


gcc 


tgc 


cct 


gga 


gca 


gag 


tgg 


aat 


ate 


atg 


tgt 


egg 


gag 


tgc 


tgt 


T T A 
0 Z U 


Glu 


Ala 


Cys 


Pro 


Gly 


Ala 


Glu 


Trp 


Asn 


He 


Met 


Cys 


Arg 


Glu 


Cys 


Cys 




J Z 1 








35 










40 










45 




313 


^ 0 T 

J Z J 


gaa 


tat 


gat 


cag 


att 


gag 


tgc 


gtc 


tgc 


ccc 


gga 


aag 


agg 


gaa 


gtc 


gtg 


J z 4 


Glu 


Tyr 


Asp 


Gin 


He 


Glu 


Cys 


Val 


Cys 


Pro 


Gly 


Lys 


Arg 


Glu 


Val 


Val 




T 0 ^ 
J Z~> 






50 










55 










60 






361 


"3 0 7 

5 Z 1 


ggt 


tat 


acc 


ate 


cct 


tgc 


tgc 


agg 


aat 


gag 


gag 


aat 


gag 


tgt 


gae 


tec 


T O Q 

3 z 0 


Gly 


Tyr 


Thr 


He 


Pro 


Cys 


Cys 


Arg 


Asn 


Glu 


Glu 


Asn 


Glu 


Cys 


Asp 


Ser 




7 9 Q 

J z y 






65 










70 










75 








409 


J J ± 


tgc 


ctg 


ate 


cac 


cca 


ggt 


tgt 


aee 


ate 


ttt 


gaa 


aac 


tgc 


aag 


age 


tgc 


J J Z 


Cys 


Leu 


He 


His 


Pro 


Gly 


Cys 


Thr 


He 


Phe 


Glu 


Asn 


Cys 


Lys 


Ser 


Cys 




333 


80 










85 










90 












335 


cga 


aat 


ggc 


tea 


tgg 


ggg 


ggt 


acc 


ttg 


gat 


gac 


ttc 


tat 


gtg 


aag 


ggg 


457 


336 


Arg 


Asn 


Gly 


Ser 


Trp 


Gly 


Gly 


Thr 


Leu 


Asp 


Asp 


Phe 


Tyr 


Val 


Lys 


Gly 




337 


95 










100 










105 










110 


505 


339 


ttc 


tac 


tgt 


gca 


gag 


tgc 


cga 


gca 


ggc 


tgg 


tac 


gga 


gga 


gae 


tgc 


atg 


340 


Phe 


Tyr 


Cys 


Ala 


Glu 


Cys 


Arg 


Ala 


Gly 


Trp 


Tyr 


Gly 


Gly 


Asp 


Cys 


Met 




341 






115 










120 










125 






343 


cga 


tgt 


ggc 


cag 


gtt 


ctg 


cga 


gcc 


cca 


aag 


ggt 


cag 


att 


ttg 


ttg 


gaa 


553 


344 


Arg 


Cys 


Gly 


Gin 


Val 


Leu 


Arg 


Ala 


Pro 


Lys 


Gly 


Gin 


He 


Leu 


Leu 


Glu 




345 




130 










135 










140 









Use of n and / or Xaa has been detected in the 
Sequence Listing. Review the Sequence Listing 
to ensure a corresponding explanation is present 
J In the <220> to <223> fiekJs of each sequence 
using n or Xaa. 
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(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used. 



for SEQ rD# : 13 

for SEQ ID# : 15 

for SEQ ID#:17 

for SEQ ID# : 19 

for SEQ ID#:23 

for SEQ ID#:27 



riIe://C:\Crf3\OuthoItf\VsrI635949.htm 



11/28/01 



